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Beet cyst nematode Heterodera schachtii (BCN) is one of the biotrophic sedentary endoparasite 
nematodes, which depends on a specific, multinucleate, syncytial feeding structure. The nema-
tode secretes effector proteins into the affected root cell in order to induce and maintain the syn-
cytium. We analyzed BCN transcriptome aiming to identify its secretome and functionally anno-
tate them based on their structure by having signal peptide and lacking a transmembrane do-
main. We identified nearly 500 sequences as putative secretory proteins specific to plant-parasitic 
nematodes (P-PSP). Among P-PSPs, We identified 24 PSPs supported by previously known H. 
schachtii. However, those ESTs were not identified, in many cases, as PSP due to their truncated 
sequence. On the other hand, we used the Biana Interlog Prediction server (BIPs) to identify puta-
tive interacting partners of A. thaliana (At_Partners) with our PSP (Garcia-Garcia et al., 2012). We 
identified 40 proteins that are predicted to have a putative interacting protein partner(s) within A. 
thaliana (Figure 1). Confirming the nature of our genes of interest to be considered as PSPs, we 
analyzed their level of expression and localization by qPCR and in situ hybridization, respectively. 
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