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In order to fill a gap in the knowledge of mouse phylogeography, we analyzed a non-
coding part of mitochondrial DNA, the D-Loop, on Mus musculus domesticus and Mus
spretus from Kabylie of Djurdjura (Algeria). We analysed the data at the scale of the whole
western Mediterranean area. For Mus musculus domesticus the phylogenetic tree showed
three well supported clades: clade | for Algerian and Moroccan specimens, clade Il for
Tunisian specimens and clade Il for Spanish and French specimens. Such difference
between western and eastern Maghreb is observed in greater white toothed shrews
(genus Crocidura), Shaw’s jird (Meriones shawii) and several other terrestrial vertebrates.
Contrary to the results obtained with cytochrome b which also showed a genetic
differentiation between Moroccan and Tunisian M. spretus, D-loop did not provide any
clear genetic structure. Algerian specimens shared a clade together with French, Moroccan
and Spanish specimens, but Tunisian specimens shared a clade with other Moroccan and
Spanish specimens.
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