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Group A rotaviruses are the leading course of diarrhoea of infants and young children 

world-wide. They are also important enteric pathogens for many animal speaes 

Transmission of rotaviruses between animals and humans seems to be a rare event 
however, it significantly contributes to the genetic variability of human rotaviruses and to the 

development of novel strains. Due to the segmented nature of the rotavirus genome 

consisting of 11 segments of double-stranded RNA, reassortment events may occur 
Although a great variety of rotaviruses have also been detected in avian species, data on 
genomic sequences and on interspecies Iransmission of these viruses are scarce. 

Using RT-PCR, the entire coding sequences for the capsid proteins VP4, VP6 and VP7 
and for the non-structural protein NSP5 of group A rotaviruses isolated from six chickens 
and two turkeys were determined. Sequence analysis generally indicated that avian 

rotaviruses are only distantly related to mammalian rotaviruses and that isolates from 
chicken and turkey duster in separate branches. For one chicken isolate, however. 
sequences of all analysed segments consistently dustered Iogether with the turkey-like 

sequences indicating virus Iransmission from turkey to chicken. For another chicken isolate. 
a VP4-encoding region with only low homology to avian rotaviruses was determined, 
whereas the other segment sequences are chicken-like. This may indicate reassortment of 

a chicken rotavirus with another rotavirus from an unknown source. Analysis of further 
genome segments and screening of human isolates for avian rotavirus sequences will be 

necessary to assess the zoonotic potential of avian rotaviruses. 
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Tide-borne encephalitis virus (TBEV) induces the most important form of viral meningitis 

and encephalitis 1n humans in Europe and Asia. ln Germany about up to 550 human cases 
af TBE are reported annually with their majority occuring in Bavaria and 
Baden-Wuerttemberg. Weil known endemic areas indude the Lake Constance area, the 

Rhi.ne Valley and rts side valleys, the Main-Spessart region in Lower Franconia and the 

Danube reg100 around Passau. Despile the presence of TBE cases and the ongoing areal 
spread of human TBE infections in Germany, the last TBEV strain was isolated in Germany 
30 years ago. Here we report the Isolation and genetic characterization of two TBEV 

stra1ns Firstly, a VIrus (strain Amberg) was isolated from ticks originating from a region of 
the central Upper Palatine. ln this area seven severe cases of TBE, three of them fatal, 
v.ere registered between 2003 and 2005. Secondly, a TBEV (strain Salem) was isolated 

from macaque brain (Macaca sylvanus) alter natural exposure (tick bite) in an risk area at 
Lake Constance. The genetic characterisation showed that both isolates belong to the 
Centrar European subtype of TBE virus however exhibit remarkable amino acid exchanges 

n some reg10ns e.g. the envelope protein. Embedded in the BMBF-network "Emerging 
arthropod-bome-viral infections in Germany: Pathogenesis, diagnostics and surveillance" 
further studies will be performed to investigate biological and pathogenic properlies of these 

two new isolates. 
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