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Background

The GISAID initiative offers an alternative to current pub-

lic-domain database models in response to growing needs

of the global influenza community for the sharing of

genetic sequence and associated epidemiological and clini-

cal data of all influenza strains. GISAID’s publicly accessible

EpiFlu� database is governed by a unique sharing mecha-

nism that protects the rights of the submitter, while per-

mitting ongoing research as well as the development of

medical interventions, such as drugs and vaccines.

Materials and methods

For the GISAID Initiative, the Max Planck Institute for

Informatics (MPII) Saarbrücken, Germany, has developed a

web portal that is accessible at http://www.gisaid.org featur-

ing the GISAID EpiFlu� database that offers a unique col-

lection of nucleotide sequence and other relevant data on

influenza viruses. The database is based on software by

Oracle and the dante� System by a3systems GmbH, Ger-

many. Extensive metadata are also collected for most iso-

lates. The database provides features for searching, filtering

specific datasets for download, and user friendly upload

functionality. To uphold GISAID’s unique sharing mecha-

nism, all users must positively identify themselves. While

access is free of charge, all users agree that they will not

attach any restrictions on the data, but will acknowledge

both the originator of the specimen and the submitter of

the data, and seek to undertake to collaborate with the sub-

mitter. All uploaded sequence data are submitted to rigor-

ous curation by the Friedrich-Loeffler-Institute for Animal

Health (FLI), Germany.

Results

The database has been live since September 14, 2009.

Among its contributors are all five WHO Collaborating

Centers for Influenza who routinely contribute data in

addition to using the EpiFlu� database for their semi-

annual vaccine strain selection. To provide a complete

picture of data, all data available in the public domain is

routinely imported. As of October 8, 2010, the rapidly

growing GISAID dataset comprises 166 989 nucleotide

sequences (from 48 779 isolates) with 28 949 (from 11 857

isolates) uniquely submitted to this database. Software

development is underway to continually extend the spec-

trum of available data analysis tools.

The intergovernmental process of the 62nd World

Health Assembly specifically mentions GISAID as a publicly

available database for depositing virus sequence data. Start-

ing in 2011, Germany’s Federal Ministry of Food, Agricul-

ture and Consumer Protection will be the long-term host

of the GISAID platform. The MPII will continue to develop

the portal and database software and enable GISAID to act

as a catalyst for the development of advanced bioinformat-

ics software connected directly to the database.

Conclusion

GISAID has become an indispensible resource for the inter-

national scientific community on influenza. The consor-

tium will expand its activities and offers to catalyze

research and development on a wide variety of issues per-

taining to risk analysis, drug development, and therapy of

influenza.

Options for the control of influenza VII

ª 2011 Blackwell Publishing Ltd, Influenza and Other Respiratory Viruses, 5 (Suppl. 1), 416–424 419




